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A) Work with the following sequence:
MNWELLLWLLVLCALLLLLVQLLRFLRADGDLTLLWAEWQGRRPEWELTDMVVWVTGASS
GIGEELAYQLSKLGVSLVLSARRVHELERVKRRCLENGNLKEKDILVLPLDLTDTGSHEA
ATKAVLQEFGRIDILVNNGGMSQRSLCMDTSLDVYRKLIELNYLGTVSLTKCVLPHMIER
KQGKIVTVNSILGIISVPLSIGYCASKHALRGFFNGLRTELATYPGIIVSNICPGPVQSN
IVENSLAGEVTKTIGNNGDQSHKMTTSRCVRLMLISMANDLKEVWISEQPFLLVTYLWQY
MPTWAWWITNKMGKKRIENFKSGVDADSSYFKIFKTKHD

· Identify the sequence.
· Does this protein have any transmembrane regions?
· How many isoforms this protein has? Align them.
· How many cysteines does the sequence have?
· Design primers to amplify the CDS of the respective gene.



B) Download from database the sequence NM_001282692.1
· What does this mRNA encode?
· How long is the second exon?
· Will the CDS of this sequence be cleaved by the following enzymes: BamHI, EcoRI or ScaI?
· What fragments are formed after cleavage by all these enzymes at once?
· Compare how similar is the corresponding protein to the respective mouse homologue?

