A) Download the protein sequence Q6DV79.
1. What does this sequence encode and from which organism does it originate?
2. What is the length of the coding sequence (CDS) of the respective gene?
3. Will the corresponding nucleotide sequence (CDS only) be cleaved by the enzymes BamHI, KpnI, and NcoI?
4. What fragments will be produced by digestion with all three enzymes simultaneously?
5. Compare it with the corresponding human homolog; how similar (expressed numerically) are these proteins?

B) Work with following nucleotide sequence:

      181 gcccttcaac ctgtcctccc tgcggggcaa ggtgctgctc attgagaacg tagcatcgct
      241 ctgaggcaca acggtgcggg actacaccca gatgaatgac ctgcagcggc gccttggacc
      301 ccggggcctg gtcgtgctcg gcttcccctg caaccagttt gggcatcagg aaaacgccaa
      361 gaacgaggag atcctgaatt gcctgaagta cgtccgacca ggcggcgggt tcgagcccaa
      421 ctttatgctc ttcgaaaagt gcgaggtgaa tggcgagaag gcgcatccgc tcttcgcctt
      481 ccttcgggag gttctgccca cgccaagtga cgacgccact gctctcatga ccgaccctaa
      541 gttcatcacc tggtccccgg tgtgccgcaa cgacgtctcc tggaacttcg agaagttcct
      601 ggtgggccca gacggtgtgc ccgtgcgcag gtacagccgc cgctttctga ccatcgacat

1. Convert this sequence into FASTA format.
2. Identify what it encodes (search for the reference sequence) and specify its organism of origin.
3. Manually design primers to amplify the CDS of the identified sequence, ensuring their melting temperature does not exceed 60°C.
4. Where is the respective protein localized within the cell?
5. Does the respective protein contain any transmembrane domains?



