Version 	 2.5.2024
A: Download the sequence of the accession number for your version NM_...
1. What does this sequence encode?
2. Download the third exon of this sequence in FASTA format, how long it is?
3. Is there a restriction enzyme that would cut the sequence of the third exon exactly once?
4. Does respective protein contain any transmembrane helices?
5. How many threonins (T) does respective protein contain?
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/gene="cYp20s"

/gene_synonym="CPD6; CYP2D; CYP2D7AP; CYP2D7BP; CYP2D7P2;
CYP2D8P2; CYP2DL1; CYPIIDG; P4SO-DB1; P4SOC2D; P4SEDBL"
Jinference="alignment:splign:2.1.0"
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# WEBSEQUENCE Length: 497

# WEBSEQUENCE Number of predicted THH:
# WEBSEQUENCE Exp number of AAs in ThHs

1
37.7292300000001

# WEBSEQUENCE Exp number, first 66 AAs: 18.69504
# WEBSEQUENCE Total prob of N-in: .21981
# WEBSEQUENCE POSSIBLE N-term signal sequence
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Jgene="cvp1a1"

/gene_synonym="AHH; AHRR; CP11; CYP1; CYPTAL;
P4S0-C; PASEDX"
/inference="alignment:Splign:2.1.6'
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# WEBSEQUENCE
# WEBSEQUENCE
# WEBSEQUENCE
# WEBSEQUENCE
# WEBSEQUENCE
# WEBSEQUENCE

Length: 512
Number of predicted THHs: 1

Exp number of AAs in THHs: 26.18919
Exp number, first 66 AAs: 18.51788
Total prob of N-in: a.63707
POSSIBLE N-term signal sequence
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gene="cvp1a2"

/gene_synonym="CP12; CYPIA2; P3-450; P450(PA)"
/inference="alignment:Splign:2.1.6'
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# WEBSEQUENCE Length: 516

# WEBSEQUENCE Number of predicted THHs: 1
# WEBSEQUENCE Exp number of AAs in THHs: 21.2119499999999
# WEBSEQUENCE Exp number, first 66 AAs: 19.75559

# WEBSEQUENCE Total prob of N-in: 0.85049

# WEBSEQUENCE POSSIBLE N-term signal sequence
WEBSEQUENCE  THHIW2.9 inside 16
WEBSEQUENCE  THHIW2.9 Thhelix 7 28
WEBSEQUENCE  THHI2.9 outside 29 516

TMHMM posterior probabilities for WEBSEQUENCE
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/gene="usT146"

/gene_synonym="GNT1; HLUGP; HLUGP1; hUG-BR1; UDPGT; UDPGT
1-65 UGT-1a; UGT-1C; UGT-1E; UGT-1F; UGTL; UGT1-01;
UGT1-03; UGT1-05; UGT1-06; UGT1.1; UGT1.3; UGT1.5; UGT1.6;
UGT1A; UGT1AL; UGT1A3; UGT1AS; UGT1A6S; UGTIC; UGTIE;
UGTIF"
Jinferenc:

alignment:Splign:2.1.0"
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TMHMM result

# WEBSEQUENCE Length: 532
# WEBSEQUENCE Number of predicted THHs: 1

# WEBSEQUENCE Exp number of AAs in THHs: 33.25744
# WEBSEQUENCE Exp number, first 60 AAs: 9.85777

# WEBSEQUENCE Total prob of N-in: @.479%0
WEBSEQUENCE  THHIW2.9 outside 1 489
WEBSEQUENCE  THHIW2.9 THhelix 490 512
WEBSEQUENCE  THHI2.9 inside 513 532
TMHMM posterior probabilities for WEBSEQUENCE
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/gene="usT189"

/gene_synonym="HLUGP4; LUGP4; UDPGT; UDPGT 1-9; UGT-11;
UGT1-09; UGT1-9; UGT1.9; UGT1ASS; UGTIAL; UGTII"
Jinference="alignment:splign:2.1.0"
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# WEBSEQUENCE Length: 530
# WEBSEQUENCE Number of predicted THHs: 1

# WEBSEQUENCE Exp number of AAs in THHs: 27.23316
# WEBSEQUENCE Exp number, first 60 AAs: 4.87119
# WEBSEQUENCE Total prob of N-in: 0.18072
WEBSEQUENCE  THHIW2.9 outside 1 487
WEBSEQUENCE  THHIW2.9 THhelix 488 510
WEBSEQUENCE  THHI2.9 inside 511 539

TMHMM posterior probabilities for WEBSEQUENCE
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/gene="6sTaa"
/gene_synonym="GSTA4-4; GTA4"
/inference="alignment:Splign:2.1.6'
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# WEBSEQUENCE Length:

222

# WEBSEQUENCE Number of predicted THHs: @
# WEBSEQUENCE Exp number of AAs in THHs: 6.84338
# WEBSEQUENCE Exp number, first 60 AAs: 0.00016
# WEBSEQUENCE Total prob of N-in: @.07199
WEBSEQUENCE  THHIW2.9 outside 1
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gene="cYp3aa”

/gene_synonym="CP33; CP34; CYP3A; CYP3A3; CYPIIIA3;
CYPIIIA4; HLP; NF-25; P456C3; P4SPCN1; VDDR3"
/inference="alignment:Splign:2.1.6'
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